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W HATISCLAIMED : 

1 ' An expression cassette comprising a preselected DNA sequence encoding an 

RNA molecule operably linked to a promoter functional in a host cell, 
5 wherein the RNA molecule is substantially complementary to all or a portion 

of a mRNA encoding a plant seed storage protein. 

2 An expression cassette comprising a preselected DNA sequence encoding an 
RNA molecule operably linked to a promoter functional m a host cell, 

,0 wherein the R^A molecule is substantially identical to all or a portion of a 

mRNA encoding a plant seed storage protein. 

■A 

3. The expression^assette W claim 1 or 2 m which the plant seed storage 
protein is a mai^e seed sSorage protein. 

4. The expression cassette of claim 3 wherein the maize seed storage protein ,s 
an a-zein protein. 

5. The expression cassette of claim 1 or 2 which further comprises a selectable 

20 marker gene. 

6. The expression cassette of claim 1 or 2 further composing plasmid DNA. 

7. The expression cassette of claim 1 or 2 wherein the promoter is a promoter 
25 functional during plant seed development. 
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on cassette of claim 1 wherein the promoter comprises the 10 
g The expression cassette oi ciaim 

kD zein promoter. 

..tP of claim 1 wherein the promoter comprises the 27 
9. The expression cassette ot claim i wuc 

kD zein promoter. 



10 



15 



20 



,0 Theexpressioncassetteofclaiml,8or9wheremthepreselectedDNA 

sequence ei^ode. a. RN A molecule that is substantially complementary to 
all or a portio^pf a tiiRNA for a 19 kD a-zein protem. 

U TheexpressWcassett,ofclaiml,Sor9wheremthepreselectedDNA 
■ ..uence er^U an I^A — that is substantially complementary to 
all or a portion of a mRNA V a 22 kD a-zein protem. 

, , The expression cassette of claim^ or 9 wherein the preselected DNA 

sequence encodes an RNA molecule «.at is substantially .dent^cal to all or a 
portion of a mRNA for a 19 kD a-zein Vtein. 

, 3 The expression cassette of claim 2, 8 or 9 wherein the preselected DNA 

sequence encodes an RNA molecule that is sub^antially identical to all or a 
portion of a mRNA for a 22 kD a-zein protein. 



14. 



25 



cMtP nf claim 2 or 9 wherein the preselected DNA 
The expression cassette ot claim z oi ? 

sequence encodes MBl . 
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r 1 •„ 1 „r 9 which further comprises a second 
The expression casselle of claim 1 or 2 which lurt 

presclecred DNA sequence which encodes kernel hardness. 

, merhod for increasing .he .eight percent of a. least one antino acid which 
is essential to the die, of animals in plan, seed, comprising: 

,) s,ably ,ransfo,ming plan, cells with an expression cassette 
comprising a preselected DNA sequence encoding an RNA 
molecule operably linked to a promoter functional in the plant 
cell so as to yield a transformed plant cell, wherein flte RNA 
motecuU is substantially identical, or complementary, ,o all 



b) 



(c) 



or a p^ion qf a mRNA encoding a seed storage protein; 
regenerating U transformed cells in.o a fertile trausgemc 
planTw'hiih produces seeds, in which the preselected DNA 
sequence is expressed in the seeds in an amount sufficient to 
decrease the weigh, pereen, of ,he seed s,omge protem 
relative ,o the weigh, percent of the seed storage protem 
present in seeds of a corresponding nontransgenic plan,; and 
recovering said ttansgenic seeds from said Uansgenic plant. 



17. A method for increasing 



the weight percent of starch in; 



seed, which comprises: 

„ stably transformmg plan, cells with an expression cassette 

contpnsingapreselected DNA sequence encoding an RNA molecule 
operably linked to a promoter funCional in ,he plan, eel, so as ,„ 
yield ,ra„sformed plan, cells, wherein dte RNA molecule ,s 
subst-ally Identical, or complementa^, to all or a portion of a 
mRNA encoding a seed siorage protein; 
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a) 



regeneraung the transformed cell into a fertUe transgenic plant wh.h 
produces seeds m wh.ch the preselected DNA sequence .s expressed 
,n an amount effective to decrease the production of the seed storage 
protem, so as to mcrease the weight percent of starch m the 
transgenic seed over the weight percent of starch present in the 
corresponding untransformed seed; and 
(c) recovering said transgenic seeds. 

A melhod for increaMng the starch exUactability of a 
seed, which comprises; \ 

stably transfonning Planl cells with an expression cassette 
comprising a presdccej I>NA sequence encoding an RNA molecule 
operably linked to a promoter ftmCional in tire plant cell so as .0 
yield transfomred plant cells, wherein the RNA molecule ts 
substantially identical, or complementary, to all or a portron of a 
mRNA encoding a seed storage protein; 

regenerating the transformed cell into a fertile transgenic plant which 
produces seeds in which the preselected DNA sequence is cxpre^ed 
in an amount effective to decrease the p,«iuc.ion of the seed storage 
protein, so as to increase the stan:h extraCability of the transgentc 
seed over the starch extractabihty of the coirespond.ng 
untransformed seed; and 
(c) recovering said transgenic seeds. 

A n^ethod for inhibiting the expression of a plant seed storage protein m a 
plant seed which comprises: 

(a) stably transformmg plant cells with an expression cassette 



b) 
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compnsiag a presclcced DNA sequence e.eoding an RNA molecule 
operably linked lo a promoter functional in a plant cell so as to yield 
transfomted plant cells, wheretn the RNA molecule is substantially .dcn.tcal, 
or complementary, to all or a portion of a messenger RNA for the plant seed 

Storage protein; 

(b) regenerating the transformed cells into a fertUe transgenic plant 
whKh generates plant seeds, wherem the preselected DNA sequence is 
expressed in the seeds in an amount effective to substantially reduce 
expression of the plant seed storage protein; and 

(c) recovering said seeds. \ 



20. 



The method of claim 16, 17,^8 or 19 wherein the preselected DNA segment 
encodes an RNA molecule tLt is suhstantially identical to all or a portion of 
the mRNA encoding a seed storage prdtein. 



21. 



22. 



The method of claim 16, 17, 18 or 19 wherein the preselected DNA segment 
encodes an RNA molecule that is substantially complementary to all or a 
portion of the mRNA encoding a seed storage protein. 

The method of claim 20 wherein the preselected DNA segment 

encodes an RNA molecule that is substantially identic^ to all or a port.on of 

the mRNA encoding an a-zein protein. 



23. 



The method of claim 21 wherein the preselected DNA segment 
encodes an RNA molecule that is substantially complementary to all or : 
portion of the mRNA encoding an a-zein protein. 
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24. The 
cell 



n^ethod of claim 1 6, 1 7, 1 8 or 1 9 wherein the plant cell is a monocot 



5 25. 



The method of claim 24 wherein the cell is a maize cell. 



26. The method of claim 16 or 19 m which the seeds of the transgenic plant have 
an increased weight percent of at least one essential amino acid. 

10 27. The method of cto 26 herein the essential amino acid is selected fVom 

the group consisting c£meth«)tme, threonine, lysine, tryptophan, isoleucine 
and mixtures thereof j 



28. 

15 



The method of claim 26 wherein the weight percent of the amino 
acid is increased at least about 50% to 300%. 



29 The method of claim 16, 17, 18 or 19 wherein the preselected DNA sequence 
IS operably linked to a promoter functional during plant seed development. 



20 30. The method of claim 16, 17, 18or , 9 wherein the promoter compnses the 10 
kD zein promoter. 



31 . The method of claim 16, 17, 18 or 19 wherein the promX)ter compnses the 27 
kD zein promoter. 



25 
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32. 



33. 



The method of claim 2. wherem the preselected DNA 
.,„e„ce encodes a„RHA.o,ecule.hs,ant.l,yco.p,e.e„ta. to allora 

p„„ionofamRNAencodi„ga.91cDa-ze,npro,e,n. 

T.e.e.ltodofc,a„.2.whe.lnt.ep.eselectedDNAse,uence 
.eodesanKKA — su— co.p,e„e„.a..oa,lo.apo«to„or 

a»sse„gerRNAencodinga22kDa-zeinpro.e,n. 

The method of claim 20 *h=reip fte preselected DNA 
.,.e„cee.odesa„.KAm.U— llvtde.^^^^ 
ofamRMAcncodingaWkDA-zeinprotem. 

Themethodofc.a,m21whetem.he.rese,ectedDNAse,ue„ce 
encodes anRNAmoleculesuhs.a„t.a,ix.den..caUo an orapo«.o„ofa 

,5 „esse„gerRNAencodinga22kD<.-iHP".e.n 

3e Tlte method of Catm .6, 17, .8 o. .9 whtoh Wr comprises staHy 
" !:L.ng..ecel,sw...aseeo„d preseleete,:,. A sequence whteh 

encodes kernel hardness. 

19 wherein the ceil is transformed by a 



34. 

10 



35. 



^1 



The method of claim 16, 17, 18 or 
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38. The method of claim 16, 17, 18 orl9 which further comprises stably 
transforming the cells with at least one selectable marker gene. 



39. 



10 40. 



The method of claim 26 further comprising breeding the fertile 
transgenicplant to yield a progei^y plant that has an increase in the weight 
percent of th^ at least one amino acid as a dominant trait while still 
maintaining functional agronomic characteristics relative to the 
corresponding unVansformed plant. 

\ 

The method of claim iXor 18 farther comprising breeding the fertile 
transgenic plant to yield ^progeny plant that has an increase in the weight 
percent of starch as a dominant trait while still maintaining functional 
agronomic characteristics relative to the corresponding untransformed plant. 



15 41. A method for inhibiting expressior^of a family of seed storage protem genes 
in a plant seed, which comprises: 

(a) stably transforming plant cells a first preselected DNA sequence 
which encodes a RNA molecule operabl\linked to a promoter fimctional in 
a plant or seed so as to yield transformed pW cells, wherein the RNA 
molecule is substantially identical, or complVentary, to all or a portion of a 
messenger RNA that encodes a polypeptide w^ch is substantially 
homologous in seed storage proteins; and \ 
(b) regenerating the transformed cells into a fe^il e transgenic plant 
which yields transgemc seeds, wherein the preselect^ DNA sequence is 
expressed in the seeds in an amount effective to subst^tially reduce 
expression of seed storage proteins in the transgenic seeds relative to the 



20 



25 



• 



a 
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expression of seed storage proteins in the corresponding nontransgenic 

seeds. 

A method for increasing the weight percent of at least one amino acd 
essential to the diet of animals in a plant seed, which comprises: 
(a) stably transforming plant cells with a first preselected DNA 
sequence and a second preselected DNA sequence so as to yield 
transformed plant^Vls, wherein the first preselected DNA sequence encodes 

RNA molecule subStantiaHyvidentical, or complementary, to all or a 
portion of a messenger kNA ehcoding a seed storage protein, wherein the 
second preselected DNA Wqulnce encodes a polypeptide having at least one 
amino acid essential to the di Jt of animals, and wherein each preselected 
DNA sequence is op|rably liiil^ed to a promoter functional in a plant or seed; 
and \ 

(b) regenerating the transform^ cell into a fertile transgenic plant 
which yields transgenic seeds, wherein the first preselected DNA sequence is 
expressed in an amount effective to substantially reduce the production of 
said seed storage protein in said transgeA^c seeds relative to the amount of 
said seed storage protein present in the cofrespondmg nontransgenic seeds, 
and wherein the second preselected DNA sequence is expressed in an 
amount sufficient to increase the weight perc^tjt of the at least one essential 
acid in said transgenic seeds relative to the amount of said essential 
acid present in the corresponding nontransgenic seeds. 



amino 
amino 



A method for increasing the production of a polypeptide in a seed, 
which comprises; 

(a) stably transforming plant cells with a first preselected DNA 
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sequence and a second preselected DNA sequence so as to yield a 
transfonned cell, wherem the first preselected DNA sequence encodes an 
RNA molecule substantially identical, or complementary, to all or a portion 
of at least one messenger RNA encoding a seed storage protein, wherein the 
second preselected DNA molecule encodes a polypeptide, and wherem each 
preselected DNA sequence is operably Imked to a promoter functional in 
said plant; and 

.genemting the transformed cells into a fertile transgenic plant 



(b) reg 

which produces tx^sgemc seeds, wherein the first preselected DNA 
sequence is expressed in th^ transgenic seeds in an amount effective to 
substantially reduc6 the production of the seed storage protein relative to the 
amount of said seed storage protein present in the corresponding 
nontransgenic seU, and wherein the second preselected DNA sequence is 
expressed in said transgenic seeds as a protein in a weight percent which ts 
substantially increased over the weight percent of that protein in the 
corresponding nontransgenic seeds. 



44. The method of claim 41, 42 or 43 further comprising collecting the 

transgenic seeds. 

45. The method of claim 41 wherein the polypeptide is substantially 
homologous in a-zein proteins. 



46. 



The method of claim 42 or 43 wherein the first preselected DNA segment 
encodes an RNA molecule that is substantially identical to all or a portion of 
the mRNA encoding a seed storage protein. 
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47. The method of cla.. 42 or 43 where.n the f.rst preselected DNA segment 
encodes an RNA molecule that is substantially complementary to all or a 
portion of the mRNA encoding a seed storage protein. 

5 48. The method of claim 46 wherein the preselected DNA segment 

encodes an RNA molecule that is substantially identical to all or a portion of 
the mRNA encoding an a-zein protein. 



49. The method of claim 47 wherein the preselected DNA segment 

encodes an RNA molecule^at js substantially complementary to all or a 
portion of the mRNA encoding an a-zein protein. 

I 

I 

50. The method of claim 41, 42 or 43 wherein the plant cell is a monocot 
cell. 



10 



15 

51. 



The method of claim 50 wherein the cell is a maize cell. 



20 



52. The method of claim 42 in which the seeds of the transgenic plant have 
an increased weight percent of at least one essential amino acid, 

53. The method of claim 52 wheretn the essential amiho acd is selected from 
the group consisting of methionine, Ihreomne, lystne. tryptophan, isoleucine 

and mixtures thereof. 

25 54. The method of claim 52 wherein the weight percent of the amino 



acid is 
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increased at least about 50% 10 300%^ 



„ Then,etltodofela,.4,,42or43w.ere.n..eprese,ee.edDNAse.t.e„ce . 
epe*y linlced to a pooler functtona, dunng plant seed development. 

^ \. . ^ ■rr.A^ 42 or 43 wherein the promoter comprises the 10 

56. The method^of claim 41 , 42 or 4 j wnc 

kD zein promoter. 

. . , •«^A1 41 or 43 wherein the promoter composes the 27 

57. The method of claim 41, 42 or wiic 

10 kD zein promoter. „ j 



58. The 



/ 

method of clairli 49 wherein the preselected DNA 



„ encodes an RNA ..lecule substantially complementary to all or a 
portion of a mRNA encoding a 19 kD a-zein protein. 

59 Themethodofclaim49whereinth.preselectedDNAse,uence 

encodesanRNAmoleculesubstantiaV-plementarytoalloraportionof 

a messenger RNA encoding a 22 kD a-^ein protein. 

,0 60 The method of claim 48 wherem the preselected DNA 

„ encodes an RNA molecule substantially identical to all or a portion 
of a mRNA encoding a 19 kD a-zein protein. 



61. The 



method of claim 48 wherein the preselected DNA sequence 
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encodes an RNA molecule substantially identical to all or a portion of a 
messenger RNA encoding a 22 kD a-zein protem. 

The method of claim 42 or 43 wherein the second preselected DNA 
sequence encodes MB 1 . 

The method of clVim 42 or 43 wherein the second preselected DNA 
sequence encodes a 10 kD zein. 

The method of claim 42 0^43 wherein the cells are stably transformed 
with a third preselected DNA sequence which encodes kernel hardness. 

The method of claim 64 wherein the third preselected DNA sequence 
encodes a 27 kD zein protein. 

The method of claim 41 wherein the cells are stably transformed with a 
second preselected DNA sequence which encodes kernel hardness. 

The method of claim 66 wherein the second preselected DNA sequence 
encodes a 27 kD zein protein. \ 

\ 

\ 

■\ 

'\ 

\ 

The method of claim 41, 42 or 43 wherein the cell is trVs^rmed by a 
method selected from the group consisting of electroporaHon, 
microinjection, microproject.le bombardment, and liposomal encapsulation. 



69. 
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The method of claim 41 , 42 or 43 wherein the cells are stably 
transformed with at least one selectable marker gene. 



70. The method of claim 42 further comprismg breeding the fertile 
5 transgenic plant to yield a progeny plant that has an increase in the weight 

percent of the at l\t one amino acid as a dominant trait while still 
maintaining functiona^gronomic characteristics relative to the 
corresponding untransfon^ed plan^. 

10 71 A fertile transgenic Zea ^rtays having an increased weight percent of at 
least one amino acid whith is essential to the diet of an animal, the genome 
of which is stably augmented by a pf^selected DNA sequence encoding an 
RNA molecule which is substantially identical, or complementary, to a 
mRNA encoding a plant seed storage pr^ein, wherein the preselected DNA 
15 sequence is expressed in the cells of the tr^sgenic plant in an amount 

sufficient to decrease the amount of the seed «orage protein relative to the 
amount of said seed storage protein in the cellsy aplant which only differ 
from the cells of said transgenic plant in that saic^preselected DNA sequence 
is absent, and wherein said preselected DNA sequence is transmitted through 
20 a complete normal sexual cycle of the transgenic plant to the next 

generation. 



72. 



>. 25 



A fertile transgemc Zea mays plant having an increased starch content, the 
genome of which is stably augmented by a preselected DNA sequence 
encoding an RNA molecule which is substantially identical, or 
complementary, to a mRNA encoding a plant seed storage protein, wherein 
the preselected DNA sequence is expressed in the cells of the transgenic 
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plant in an amount sufficient to decrease the amount of said seed storage 
protein and to increase the starch content relative to the amount of sjiid seed 
storage protein and starch content in the cells of a plant which on>^ differ 
from the cells of said transgenic plant in that said preselected DNA sequence 
is absent, and wherein said preselected DNA sequence is transmitted through 
a complete normal sexual cycle of the transgenic plant to the next 
generation. 



A fertile transgenic Zea mays plant, the seeds of which have an increased 
starch extractability, the genome of said plant which is stably augmented by 
k preselected DNA sequence encoding an RNA molecule which is 
substantially identical, or complementary, to a mRNA encoding a plant seed 
storage protein, wherein the preselected DNA sequence is expressed in the 
seeds of the transgenic plant in an amount sufficient to decrease the amount 
of said seed storage protein and to increase the starch extactability of the 
seed relative to the amount of said seed storage protein and starch 
extactability in the seeds of a plant which only differ from the seeds of said 
transgenic plant in that said preselected DNA sequence is absent, and 
wherein said preselected DNA sequence is transmitted through a complete 
normal sexual cycle of the transgenic plant to the next generation. 



\ 



A fertile transgenic ZeQ-jnays plant having a decreased amount of seed 
storage protein, the genomKof which is stably augmented by a preselected 
DNA sequence encoding an R^A i^olecule which is substantially identical, 
or complementary, to a mR^A ert<^6ding a seed storage protein, wherein the 
RNA molecule is substantially identical, or complementary, to all or a 
portion of a mRNA molecule that encoHes a peptide that is substantially 
homologous in seed storage proteins, whetein the preselected DNA sequence 
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is expressed in the cells of the transgenic plant in an amount sufficient to 
decrease the amount of seed storage proteins m the cells of a plant which 
only differ from the cells of said transgenic plant in that said preselected 
DNA sequence is absent, and wherein said preselected DNA sequence is 
transmitted through a complete normal sexual cycle of the transgenic plant to 
the next gend^ation. 

A fertile transgenic Zea mays plant having a decreased seed storage protein 
content, the genome of which is stably augmented by a preselected DNA 
sequence encoding an RNA moleple which is substantially identical, or 
complementary, to a mRNA encojding a seed storage protein, wherein the 
preselected DNA sequen^^ is exj^essed in the cells of the transgenic plant in 
an amount sufficient to decrease the amount of said protein in the cells of a 
plant which only differ f^om the cells of said transgenic plant in that said 
preselected DNA sequence is absent, and wherein said preselected DNA 
sequence is transmitted through a Cpmplete normal sexual cycle of the 
transgenic plant to the next generation. 



A fertile transgenic Zea mays plant havil^g an increased weight percent of at 
least one amino acid essential to the diet ^ an animal, the genome of 
which IS stably augmented by a first preseleWd DNA sequence and a second 
preselected DNA sequence, wherein the first pH-eselected DNA sequence 
encodes an RNA molecule which is substantially identical, or 
complementary, to a mRNA encoding a seed storage protein, wherein the 
second preselected DNA sequence encodes a polypeptide having at least one 
amino acid essential to the diet of an animal, wherein the first preselected 
DNA sequence is expressed in the cells of the transgenic plant in an amount 
sufficient to decrease the amount of said seed storage protein and the second 
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preselected DNA sequence is expressed in tlie cells of the transgenic plant in 
an amount sufficient to increase the weight percent of the at least one amino 
acid essential to the diet of an animal relative to the amount of said seed 
storage protein and weight percent of said essential amino acid in the cells of 
a plant which only differ from the cells of said transgenic plant in that said 
preselected DNA sequences are absent, and wherein said preselected DNA 
sequences are transmitted through a complete normal sexual cycle of the 
transgenic plant to the next generation. 

A fertile transgenic Zea mays plant having an increased amount of a 
preselected polypeptide, the^ome of which is stably augmented by a first 
preselected DNA sequence and ^ second preselected DNA sequence, 
wherein the first preselected DNA sequence encodes an RNA molecule 
which is substantially identical, or Cpmplementary, to a mRNA encoding a 
seed storage protein, wherein the second preselected DNA sequence encodes 
preselected polypeptide, wherein the first preselected DNA sequence is 
pressed in the cells of the transgenic plant in an amount sufficient to 
decrease the amount of said seed storage protein and the second preselected 
DNA sequence is expressed in the cells of the transgenic plant in an amount 
sufficient to increase the amount of said preselected polypeptide relative to 
the amount of said seed storage protein and said preselected polypeptide in 
the cells of a plant which only differ from the cells of said transgenic plant in 
that said preselected DNA sequences are absent, and Wherein said 
preselected DNA sequences are transmitted through a complete normal 
sexual cycle of the transgenic plant to the next generation. 

A seed derived from the plant-of claim 71, 72, 73, 74, 75, 76 or 77. 



a 

exi 



{ 79. 



80. 



# 
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A progeny plant derived from the seed of claim 78. 

/ 

The transgenic plant of claim 74 wherein the preselected DNA 
sequence encodes an RNA molecule which is substantially identical, or 
complementary, to all or a portion of an mRNA that encodes a peptide that is 
substaittially homologous in a-zein proteins. 



10 



81. 



82. 



The transgeni6^1ant of Wim 71 or 75 in which the seeds of the transgenic 
plant have an incr.ased| weight percent of at least one essential amino acid. 

The transgenic plant of claim 81 wherein the essential amino acid is selected 
from the group consisting ^ methionine, threonine, lysine, tryptophan, 
isoleucine and mixtures thereV- 



15 83. The transgenic plant of claim 81 whetpn the weight percent of the amino 
acid is increased at least about 50% to 3)Qp%. 
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84. 



85. 



The trSisgenic plant of cto71, 72, 73, 74, or 75 wherein the 
promoter comprises the 1 0 kD zein promoter. 

The transgemc plant of cj^m^e or 77 wherein at least one promoter 
comprises the 10 kD zei/ proKioter. 



• 1 *^f.iQim 71 72 73 74 or 75 wherein the promoter 
86. The transgenic plant of claim / I, //, / J, '*» ' 

25 comprises the 27 kD zein promoter. 
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The transgenic plant of^laim 76 or 77 wherein at least one promoter 
comprises the 27 kip zeilVpromoter. 

The transgemc plant of claim 71, 72, 73, 74, 75, 76 or 77 wherem the 
preselected DNA sequence, which encodes an RNA molecule substantially 
^ >;9mplementary to all or a portion of a mRNA encoding a seed storage 
prot^nn, encodes an RNA molecule substantially complementary to all or a 
portionXa mRNA encoding 19 kD a-zein protein. 

The transgenic pVit of claim 71, 72, 73, 74, 75, 76 or 77 wherein the 
preselected DNA seance, which encodes an RNA molecule substantially 
complementary to all o>Vortion of a mRNA encoding a seed storage 
protein, encodes an RNA mXecule substantially complementary to all or a 
portion of a mRNA encoding a^ kD a-zein protein. 

The transgenic plant of claim 71, 72, 73^4, 75, 76 or 77 wherein the 
preselected DNA sequence, which encodes ai^^A molecule substantially 
identical to all or a portion of a mRNA encoding\seed storage protein, 
encodes an RNA molecule substantially identical to^l or a portion of a 
mRNA encoding a 1 9 kD a-zein protein. 

'\ 

The transgenic plant of claim 71, 72, 73, 74, 75, 76 or 77 wheVm the 
preselected DNA sequence, which encodes an RNA molecule suHstantially 
identical to all or a portion of a mRNA encoding a seed storage protein, 
encodes an RNA molecule substantially identical to all or a portion of a 
mRNA encoding a 22 kD a-zein protein. 
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The transgenic planl of claim 76 or? 
sequence encodes MBl., 

\ 

!>■■ \ 
A 

I V, 

The transgenic plaat of claiih 76 or 
sequence encodes a 10 kD zein. 



/herein the second preselected DNA 



wherein the second preselected DNA 



94. 



95. 



The transgenic plant of claim 71, 72, 73, 74, 75, 76 or 77 further comprising 
stablin^^sforming the cells with a gene which encodes kernel hardness. 

The transgenic plant of claimYl;7.2,73, 74, 75, 76 or 77 wherem the cell >s 
transformed by a method selected from 4> group consisting of 
electroporation, microinjection, microprojectUe bombardment, and 
liposomal encapsulation. 



I PO. The transgenic plant of claim 75, 76, 77, 78, 79, 80 or 81 further compnsm, 
stably transforming^the cells with at least one selectable marker gene. 



